LETTERS similar assemblages are found in middle Pleistocene and other early contexts in neighboring parts of Southeast Asia (9). Also, the balance of evidence indicates only a weak relationship between Mode 4 industries and the spread of modern humans (8). In northeast and central Asia, these industries appear to have locally developed (10) and subsequently diffused into Europe and the Near East, rather than originating in Africa (11, 12).
Response

I APPRECIATE SMITH ET AL.'S SUPPORT FOR
my general model of a progressive loss in the genetic and technological diversity as modern human populations dispersed from their African homeland to other parts of the world. However, I find the remainder of their arguments unconvincing.
Despite the high genetic diversity of modern Australian and New Guinea populations, the current genetic data indicate unambiguously that all of these populations derive ultimately from the two out-of-Africa mtDNA lineages M and N (in turn derived directly from the African L3 lineage) and from the Y chromosome founder lineages C and F (1) (2) (3) (4) (5) . Any subsequent diversity in these populations must derive from genetic mutations that occurred after the original out-of-Africa dispersal around 50,000 to 60,000 years ago [ (1, 2, 4, 5) ; my Report].
I am equally unconvinced by their observations on the archaeological data. My own impression is that the earliest Australian technologies are far too simple, generalized, and "expedient" (as they seem to accept) to support any specific technological links with other technologically simple and expedient technologies, such as those from Flores and other earlier Pleistocene sites in southeast Asia (my Report). I am not aware of any convincing Levallois or other "Mode 3" (Middle Palaeolithic) technologies in Australia and see no reason why the Australian technologies should not be viewed as heavily simplified or "devolved" forms of Upper Palaeolithic ("Mode 4") technologies, under the influence of varying raw material effects and other purely local economic adaptations (my Report). I note that they make no reference to the apparent similarities between the forms of the early Australian "horse-hoof " cores and simple forms of single-platform blade cores (my Report). And I am totally unconvinced by the arguments for purely local origins of Upper Palaeolithic/Mode 4 technologies in northeast and Central Asia [my Report; (6) ]. To employ these data to support some form of multiregional, as opposed to African, origins for modern Australian populations would seem to be poorly founded in either the genetic or archaeological data.
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CORRECTIONS AND CLARIFICATIONS
Reports: "Dual infection with HIV and malaria fuels the spread of both diseases in sub-Saharan Africa" by L. J. Abu-Raddad et al. (8 Dec. 2006 (8 Dec. , p. 1603 . The first sentence of the paper, "In Africa, an estimated 40 million people are infected with HIV, resulting in an annual mortality of over 3 million (1), while over 500 million clinical Plasmodium falciparum infections occur every year with more than a million malaria-associated deaths…" is incorrect. These numbers refer to worldwide numbers for both infections, not just in Africa. The number of HIV-infected persons in Africa is approximately 25 million, and the number of malaria infections is roughly 350 million. O ne of the great ecological concerns about climate change is that the phenology of different trophic levels responds at different rates (1), causing a mismatch between the timing of peak food requirements and peak food availability (2, 3) . My colleagues and I have argued that long-distance migratory birds in particular have problems in responding appropriately to climate change. At their wintering grounds, migrants cannot accurately predict the phenology of their breeding grounds and, as a solution, they have evolved clock mechanisms to start their spring migration (4). These endogenous mechanisms have become maladaptive because of climate change, and at present birds arrive too late at their breeding sites (5) . A change in migration time requires either an evolutionary change in the time of year that clocks instruct the birds to fuel and go or a phenotypic reaction to changed environmental conditions.
Jonzén and co-workers (6) recently showed that African-Palearctic long-distance migrants have advanced their spring migration time through Italy and southern Fennoscandia, and they argued that this is the expected evolutionary change. This is an important claim, suggesting that the inadequate timing responses may be only temporary and that at present rapid evolution solves the birds' problems. I agree that the observed advances are an interesting phenomenon and that an evolutionary response in migration time is indeed expected. However, I strongly disagree that the observed effects are caused by such an evolutionary response.
An evolutionary change is a change in gene frequencies within populations, and in the present case it requires genetic variation for migration time as well as consistent selection for early migration. We showed that selection for early breeding and arrival increased for Dutch pied flycatchers Ficedula hypoleuca in response to climate change (5), and Jonzén et al. (6) used this as the backbone for their suggestion of evolutionary change. However, they failed to take into account key information about the precise breeding populations to which the study birds belonged. Most species examined have their distributional center of gravity in Fennoscandia and Northern Russia (7, 8) , where spring temperatures have not increased during the last decades and egg-laying dates have not advanced (9) . This lack of change in selection for early arrival and breeding makes the suggested evolutionary response unlikely.
Two alternatives can explain the observed changes in migration time: (i) migration is faster because environmental conditions during migration improved, or (ii) the mixture of birds from different breeding populations changed, and these populations differ in migration dates. Jonzén et al. (6) have overlooked the second hypothesis, but they discuss and reject the first option, assuming it unlikely that climate change has improved conditions for migration in Africa. However, improved conditions in North Africa may be responsible for the advanced passage through Italy, because they correlate with arrival and breeding in several migrants (10, 11) . Furthermore, rainfall has increased in the Sahel since the early 1980s (12), probably improving conditions during migration for many species..
In conclusion, the suggestion of a climatedriven evolutionary change (6) is weak because phenotypic responses are likely, and selection for earlier arrival and breeding has not increased in the majority of populations studied by Jonzén et al. There is little doubt that evolutionary changes will occur in the near future, but it is difficult to predict whether these will be sufficient to meet the requirements of climate change. Even if we accept the assertion of an evolutionary response, for pied flycatchers the advance in passage time through Italy (0.21 days per year) is still far less than the advance of their food peak on the Dutch breeding grounds (0.78 days per year) (13 Aleksi Lehikoinen, 3 Erik Edvardsen, 10 Rune Solvang, 10 Nils Chr. Stenseth 4 *
Both's comment questions our suggestion that the advanced spring arrival time of long-distance migratory birds in Scandinavia and the Mediterranean may reflect a climate-driven evolutionary change. We present additional arguments to support our hypothesis but underscore the importance of additional studies involving direct tests of evolutionary change.
B oth (1) questions our suggestion that the advanced spring arrival time of longdistance migratory birds in Scandinavia and the Mediterranean may reflect a climatedriven evolutionary change (2) . A key premise of our interpretation is that spring is arriving earlier in the breeding areas we considered and that most birds are laying eggs earlier than before. Yet Both argues that the species we studied breed mainly in Fennoscandia and northern Russia, where springs have not become warmer, nor has egg-laying advanced. However, recovery of birds banded at the Nordic observatories and at Capri clearly show that Scandinavia (and, to some extent, the Baltic) is where most individuals of the studied species breed (3-7). Overall, contrary to Both's assertions (1, 8) , it is well documented that spring green-up advanced by about 0.5 days/year from 1982 to 2001 in most of Scandinavia and western Russia (9) . This is likely to have contributed to earlier peak insect abundance for breeding migrants. Likewise, April and May were warmer between 1991 and 2005 than in the period 1961 to 1990 in Sweden (10) . However, trends in spring timing do vary within regions, with spring coming later in snow-rich mountain areas, for example (9) .
Both (1) suggests two alternative explanations for the observed change in migration timing of long-distance migrants, neither of which are supported by the available evidence. His first suggestion is that the sizes of populations arriving early might have increased relative to laterarriving populations of the same species. In general, the populations breeding farthest to the north are the last to migrate through our study sites (11) . If such populations in most species were declining relative to earlier-arriving populations, this might explain our results. However, there is no evidence that this has generally occurred. In Finland, populations have increased in the south relative to the north only in two of the seven long-distance migrant species included in our study (12) .
Both also suggests that spring migration could be faster as a result of improved ecological conditions en route (13), such as increased Sahel rainfall and North African spring temperatures (1, 13) . However, a reanalysis of our data from Capri indicates that the observed advance in migration dates is unaffected by taking these seemingly favorable conditions into account (14) . The possibility that some unmeasured environmental cue might have induced a phenotypic shift in the onset of migratory activity or speed of migration in Africa cannot be ruled out. Nevertheless, our result is suggestive, and the next step would be to search for direct evidence of microevolution. For instance, a comparison of individualand population-level changes in phenotypic traits may quantify to what degree the observed changes in mean phenotypic traits are caused by plasticity or genetic adaptation (15) .
Both (1) argues that our report suggests that the inadequate timing responses may only be transient and that rapid evolution may solve the birds' mismatch of arrival time and peak food availability (2) . However, such perfect compensation is not to be expected. The optimal temporal shift in arrival date is always less than the shift in the food peak date because of the survival costs of early arrival (16) . Hence, despite an evolutionary response, bird populations might still face a temporal mismatch of resources and breeding, which may cause population declines (17) . In our view, phenotypic plasticity and evolutionary response are not mutually exclusive, and the latter remains a likely explanation for the general trend of earlier springtime arrival of long-distance migrant birds.
